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Genome segment  Geneproduct  Locationinvirusparticle  Function and properties
1 VPL Inner capsid RNA-dependent RNA polymerase
2 VP2 Inner capsid Inner capsid structural protein
3 VP3 Inner capsid 1. Guanylyltransferase
2. Methyltransferase
4 VP4,5,8 Outer capsid 1. Virusinfectivity enhanced by trypsin cleavage of VP4 into VP5
and VP8
2. Hemagglutinin and P-type neutralization antigen
5 NSP1 Nonstructural 1. Associates with cytoskeleton
2. Virus specific 5”-mRNA binding
6 VP6 Middle capsid 1. Mgjor virion protein
2. middle capsid structural protein
3. subgroup antigen
7 NSP3 Nonstructural Involved in tranglation regulate and host shut-off
8 NSP2 Nonstructural Associated with viral replication
9 VP7 Outer capsid 1. Outer capsid structural glycoprotein
2. G-type neutralization antigen
10 NSP4 Nonstructural 1. Associated with virion release
2. Enterotoxin
1 NSP5,6 Nonstructural Interacts with VP2,NSP2,VP5 and VP6

(ER% B © The RNAs and Proteins of dsRNA Viruses: Edited by Mertens PPC, Attoui H, Bamford DH.)
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Acute infectious gastroenteritis is a quite extensive and common disease, has already become the disease
second only to respiratory tract infection. The illness is often spread through the poor hygiene and sanitation, or
contaminated food and water. According to the investigation of epidemiology, all syndrome of the gastroenteritis
belongs to acute and infectious rotavirus gastroenteritis is responsible for the significant gastrointestinal disease
no matter the adult or the child all have an opportunity to be infected. Usually mild or asymptom in adult with ro-
tavirus gastroenteritis, but often cause the severe diarrheal diseases in infant of six months to two years of age,
and deaths because of severe dehydrating diarrhea. In presence, rotaviruses are divided into seven major groups
(A-G), group A is the most important pathogen. In addition can subdivide 14 kinds of G-serotype and exceed 20
kinds of P-serotype in accordance with the virus surface structure of which G1-G4 and G9 are commonly found
in human, and the G-P combination G1P8 is common type worldwide. ( J Intern Med Taiwan 2007; 18: 256- 261)
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